








for each i0 in ig_domain
for each el in chain such that el=ig_domain_chain{ i0)
for @ach 12 in { 1 to [11t
for each r3 in residue such that r3=absolutepos( cl,
Print({ source(i0), name(i0), start(i0), domain_type(io),

Boolean )
Operator Left Expression Operator

_id{el), num_residuesicl)

Right Expression




Commection terminated. mn‘w...' Stap |l out |

_protein_name(sl) \chain . . .|
 kappa

AND2 FAE FRAGHENT

| AND2 FAR FRAGNENT
| RI9.9 [IG*G2P=K=, /CRIS=-...
| R19.9 (IG*62B-K-, /CRIS=...

| ESWOGLOBULIN FAR

| Iambda-I | DESVOGLOBYLIN FAB
| ITI¢B) | IG*A FAB FRAGHENT {J539)...
. kappa-VI | IG*A FAB FRAGMENT (J539)...
| IfB) | If*61 FAB FRAGMENT {ANTT. .. |
. kappa-V | IG*G1 FAB FRAGHENT (ANTI...
| ITI{D) | IGGl FAR® FRAGHENT {B13I2) |
' | IGG1 FAB® FRAGHENT (P13I2)

for each i0 in ig_domain

for each 81 in structure such that sl=domain_structure( 1i0)
for each ¢2 in chain such that sl=component_proteinic2)

Print{ source(il), name(il), subgroupiil), protein nameisl),
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- i0 in ig_domain
Print{ subgroup(i0), source(il), endi{i0) );

subgrown. . . sowrce(i0) end(iG) |

kappa-VI mouse 109
IfA) RS E 115
kappa-V mouse 108
¥ mouse 125
lambda-T  Memwan 113
IIr e 126
kappa-VI  mouse 107

for each i0 in ig_domain such that source(il)="human"
Print({ 1

r e i0 in ig_domain
Print( subgroupi(i0), source(il), end(i0) );

subgrou. . |ln-wnh0ﬂ l-iﬂ0)|

kappa-¥I

IfA) RsE 115
kappa-V RORSEe 108
¥ nouse 125
lawhda-I  taman | 113
Irr fronar 126
Eappa-VI = mouse 197
III(E)  mouse _l 118

kappa-¥ HOUSE 108

for =ach 10 in ig_domain such that source(id)="human" and end{i0)=113
or source{il)="mouse" and end{i0)=118

Print 1;












